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Abstract

Up to one-third of women with breast cancer have a
family history of breast cancer, and ~5% of cases are
attributed to mutations in high-risk breast cancer
susceptibility genes, such as BRCA1 and BRCAZ2. It is
believed that genes of lower penetrance, but of greater
prevalence, may also modulate a woman’s risk of breast
cancer. We studied the association of breast cancer and
the trinucleotide repeat polymorphism (CAG,) in exon 1
of the androgen receptor gene (AR) in 299 cases of breast
cancer and in 229 hospital-based controls from the
Philippines. Women for whom the mean length of the
CAG repeat allele was =25 units had approximately one-
half of therisk of breast cancer compared with women
with a mean repeat length of =26 [odds ratio (OR), 0.47;
95% confidence interval (Cl), 0.28—0.8). The association
with breast cancer risk was particularly strong among
older women (=50 years; OR, 0.2; 95% CI, 0.04—0.94).
The association was also observed for the longer of the
two AR alleles; there was a 5% increase in breast cancer
risk for each unit increase in CAG repeat number. These
findings support the theory that short trinucleotide repeat
genotypes of the AR gene protect against breast cancer.

Introduction

Exposures to endogenous and exogenous hormones are known
to influence breast cancer risk. Hormonal signals are manifest
in the breast via hormone receptors. Through binding to their
receptors, ovarian hormones stimulate breast cell proliferation,
resulting in greater opportunity for the occurrence and clonal
propagation of nucleotide sequence errors induced by carcino-
gens or by spontaneous errors in DNA replication. Established
reproductive breast cancer risk factors, such as early age at
menarche, oophorectomy, and late age at menopause, provide
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an indirect link between exposure to estrogens and progester-
one, and breast cancer risk.

The AR? is involved in the differentiation, development,
and regulation of breast cell growth (1, 2). The role of andro-
gensin breast cancer development and carcinogenesis remains
unclear (3, 4). Androgens may influence breast cancer risk
indirectly through their conversion to estradiol or by competing
for steroid binding proteins, or directly by binding to the AR
and either promoting or opposing breast cell growth (5).
Among postmenopausal women, circulating androgen levels
appear to be positively associated with breast cancer risk
(6), but it is not known whether these effects are mediated by
the AR.

The AR is a ligand-dependent transcriptional activator,
and the AR gene contains a highly polymorphic trinucleotide
repeat (CAG,) in the first exon, which encodes a glutamine
tract. It is hypothesized that the shorter the length of this tract,
the greater the affinity of androgens to the AR and the greater
the androgenic effects (7, 8). The length of this tract varies
between individuals but is typicaly in the range of 10—-40
repeat units. The role of the CAG,, polymorphism of AR in
cancer predisposition is supported by association studies of
breast and prostate cancer risk. For breast cancer, asignificantly
decreased risk has been observed with smaller repeat lengths
(9). Giguereet al. (9) reported an OR of 0.5 (95% Cl, 0.3—-0.83;
P = 0.007) for women with small alleles (such as CAG,, <20).
In that study a particularly strong effect was seen among
postmenopausal women (OR, 0.36; 95% CI, 0.19-0.7; P =
0.003). Suter et al. (10) found a modest increase in premeno-
pausal breast cancer risk associated with arepeat length of >22
units (OR, 1.3; 95% CI, 1.0-1.7). Other studies found no
associations between breast cancer risk and CAG repeat length
(11-13). These studies included mainly younger women and
used different cut-off points. We tested the hypothesis that the
length of the polyglutamine polymorphism (CAG,) in AR is
positively associated with breast cancer susceptibility in a case-
control study of women from the Philippines. We studied 299
women with incident invasive breast cancers, and 229 control
subjects from the Philippine General Hospital in Manila.

Materials and Methods

Study Population. A hospital-based case-control study was
carried out at the PGH in Manila, during the period August
1997 to June 2000 (active recruitment occurred during a 1-year
period) as described previously (14). In total, blood specimens
were collected from 299 incident breast cancer cases from PGH
in Manila. All of the cases had a positive biopsy and histolog-
ical confirmation of invasive breast carcinoma. These represent
incident cases with the exception of 5 prevalent cases.

2 The abbreviations used are: AR, androgen receptor; OR, odds ratio; Cl, confi-
dence interval; PGH, Philippine General Hospital.
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Our control group comprised 229 women who attended
the PGH breast clinic but who did not have breast cancer, 163
of whom had a negative biopsy and 66 for whom a breast
biopsy was not believed to be indicated after clinical breast
examination. Approximately 95% of subjects were of Malay
ethnicity, including combinations of Malay with Chinese or
Spanish. All of the women completed a risk factor question-
naire by interview with a research assistant. Questions asked
about reproductive, hormonal, dietary, and adolescent expo-
sures, among others.

Molecular Analysis. DNA was extracted from peripheral
blood leukocytes using standard protocols. The ARexon 1 CAG
trinucleotide repeat was amplified by a nested PCR protocol
using outside primers (forward primer 5'-GTGGAAGAT-
TCAGCCAAGCT-3" and reverse primer 5'-TTGCTGTTCCT-
CATCCAGGA-3') and inside primers (forward primer 5'-
CCCGGCGCCAGTTTGCTGCTG-3' labeled with cyanine-5,
reverse primer is the same with the first PCR). The final
products were analyzed by electrophoresis on 6% denaturing
polyacrylamide gels. After direct sequencing of PCR products,
the CAG repeats were calculated from the size of the predom-
inant PCR product in relation to a series of previously deter-
mined CAG size standards (15). Information on 16 carriers of
mutations in genes BRCA1 or BRCA2 is described in detail
elsewhere (14).

Statistical Methods. Allele lengths were compared between
cases and controls. Comparisons were made for the mean alele
length, and separately for the shorter and the longer aleles.
Dichotomous categories for CAG repeats were generated at all
of the possible cut-points. These categories were analyzed
using x* and Fisher’s exact tests for comparisons. Student t test
was performed for the comparison of continuous variables.
Breast cancer risk was also assessed using multivariate uncon-
ditional logistic regression. All of the Ps are two-tailed and set
at 0.05 for significance. Analyses were performed using SPSS
statistical package for Windows (Version 11).

Results

The 299 cases and 229 controls in this study originated from a
single breast cancer clinic at the PGH in Manila. The charac-
teristics of these women are shown in Table 1. For each study
subject the size of the two AR alleles was determined. The mean
AR dlele size was 23.3 = 2.3 units for cases and was 23.0 =
2.2 units for controls (P = 0.11). On average, the number of
CAG repests of the longer of the two AR alleles (the “long”
alele) was 25.0 = 2.5 for cases and was 24.6 + 2.6 for controls
(P = 0.055). The mean length of the shorter of the two aleles
(the “short” allele) was 21.6 + 3.0 for casesand 21.4 = 3.0 for
controls (P = 0.43).

We estimated the ORs for breast cancer associated with
each cutoff point of AR allele length from 19 to 27 repeat units
(Table 2). These ORs compare the odds of breast cancer for
women in the category below the cutoff point, compared with
women in the category above the cutoff point. In general, an
increased risk of breast cancer was found with increasing AR
length, both for the longer allele and for the shorter alele. The
risk of breast cancer appeared to be decreased for women with
smaller AR repeats, regardless of the cutoff value used. Be-
cause of the distribution of allele sizes in this population, the
greatest statistical significance was observed with a cutoff of
=25 repeat units (OR, 0.47; P, 0.005).

We also estimated the ORs for each combination of AR
genotype (short and long allele) (Fig. 1). Fig. 1 suggests that
risk of breast cancer increases with the length of both the short

Tablel Characteristics of breast cancer cases and controls from breast clinic
of PGH, Manila, Philippines

No. (%) of
Cases Controls

Total (n) 299 229
Ethnicity

Malay 220 (74.0) 163 (71.1)

Malay-Other (e.g. Malay-Chinese) 61 (20.4) 43(18.8)

Spanish 5(1.7) 3(1.3)

Chinese 4(13) 3(13)

Spanish-Chinese 2(.7) 1(.4)

Unknown 7(23) 16 (7.0)
Age distribution (yrs)

20-34 33(11.0) 72 (31.4)

35-44 127 (42.5) 86 (37.6)

45-54 118 (39.5) 63 (27.5)

55-70 21(7.0) 8(3.5)
Tumor histology

Infiltrating ductal 257 (86.0) —

Infiltrating lobular 2(.7)

Papillary 7(2.3)

Medullary 2(.7)

Other 17 (5.7)

Unknown 14 (4.7)
Stage

I 8(2.7) —

I 94 (31.4)

I 153 (51.2)

\% 30 (10.0)

Unknown 14 (4.7)
Estrogen receptor®

Negative 52 (40.3) —

Positive 77 (59.7)

2 Percentages were calculated from cases for whom this information was
available.

and long allele. The results of multivariate logistic regression
demonstrated that the effect of the long allele was independent
of that of the short allele, with an adjusted OR of 0.95 (95% ClI,
0.89-1.0; P = 0.08) for each unit decrease in repeat number.
Thisis equivalent to an OR of 0.64 as the repeat length of the
long allele decreased by eight units (e.g. from 29 to 21 repeats).

Theinverse association of short AR alleles appeared to be
greater for women diagnosed with breast cancer at age =50;
however, this subgroup was relatively small (Table 3). Simi-
larly, stratification by family history of breast or ovarian cancer
in a first-degree relative revealed strong associations among
women with no family history (Table 3), but the subgroup of
familial breast cancer patients was small.

A multivariate analysis was performed to examine the
association between AR length and breast cancer risk, adjusting
for age, family history, reproductive factors, oral contracep-
tives, and smoking. After adjustment the results were essen-
tially unchanged (Table 4).

Discussion

The Philippines has the highest reported incidence rate of breast
cancer in Asia (16). The (world-standardized) rate of 47.7/
100,000 exceeds the rate reported for several Western coun-
tries, including Spain, Italy, and most Eastern European coun-
tries. We have estimated that at least 5% of breast cancersin the
Philippines may be attributed to mutations in the breast cancer
susceptibility genes BRCA1 and BRCA2 (14). It is postulated
that other genes of lower penetrance, but perhaps of greater
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Table2 AR exon 1 CAG, alele categories and breast cancer risk among 299
cases and 229 controls

CAG repeat cut-off ’\c'gsg Cﬁ;’t'rglfs ORs  95% Cl P
AR long alele
=21 16 6 21 081545 013
=2 49 35 109 068174 081
=23 o4 94 066 046-094 0028
=24 139 131 065 046092 0.018
=25 183 160 056 038-0.82  0.003
=26 218 181 071 048107 012
=27 254 206 063 037-108 012
AR short allele
=19 46 40 08 054137 055
=20 69 54 090 065146 092
=21 110 81 106 074152 078
=2 178 152 074 052-107 012
=23 239 194 072 046-114 017
=24 267 215 060 028104 009
=25 284 223 051 019-133 0.8
AR mean of dleles
=20 28 2 097 054175 1
=21 54 40 10  066-164 091
=2 o1 75 090 062130 057
=23 139 129 067 048095 0.028
=24 200 176 061  041-090 0015
=25 242 206 047 028080  0.005
=26 275 220 047 021-1.03 007
=27 288 225 046 015148 07

The odds ratios presented are those for breast cancer risk for women falling in the
category below the cutoff value, compared to women above the cutoff point.

prevalence, may also modulate awoman’srisk of breast cancer.
The polymorphic polyglutamine repeat of exon 1 of the AR
gene has been proposed to be a modifier of breast cancer risk
(9). We found this polymorphism to be associated with breast
cancer risk in the Philippines. Using a mean cutoff value of 25
repeat units we observed an OR of 0.47 (95% ClI, 0.28-0.8).

Giguere et al. (9) examined the inverse association of
CAG repeat length on breast cancer risk in Québec, but used
different cutoff points for their classification of genotypes.
They reported an OR of 0.5 (95% CI, 0.3-0.83) for women
with mean allele sizes of 20 CAG repeats or less. Elhgji et al.
(17) described a 2.4-fold increased risk of breast cancer asso-
ciated with allele lengths of 26 CAG repeats or greater. In a
study based on 368 breast cancer cases and 284 control sub-
jects, Spurdle et al. (11) did not find any association between
CAG repeats of 22 units or less and breast cancer in women
<40 years of age. Dunning et al. (12) aso did not find any
association with breast cancer using a mean cutoff of 22 CAG
repeats. In the Nurses' Health Study (13), severa cut-points
were examined, and no association was observed.

Our dataindicate that thereisno clear cut-point that can be
used to dichotomize women into high- or low-risk groups
(Table 1). There appears to be a continuous gradient of risk
associated with alleles of different sizes. Although our P was
most significant when a cut-point of 25 CAG units was used,
this reflects the power of the study; i.e., this cut-point divided
the study sample into two groups of roughly equal size and,
thereby, maximized study power. Similar effect sizes were seen
for cutpoints of 23 and 24 repeat units (Tables 2 and 4).

By conducting our study in the Philippines, we were able
to limit the effect of ethnic variation, a potential confounder in
association studies of genetic polymorphisms. The Philippines
represents an ethnically heterogeneous population of >70 mil-

odds-ratio

Fig. 1. Three-dimensiona modeling of breast cancer risk estimates according to
CAG repeat polymorphism of AR. “Short” and “long” alele are expressed in
absolute number of CAG repeats, and estimated ORs have been calculated
relative to women who have a median number of CAG,, on each of their aleles
(22 and 24, respectively).

lion inhabitants, with >100 cultural and racia groups. The
majority of the population is of Malay, Chinese, and Spanish
ancestry. Malay refersto the original ancestors of Filipinoswho
were of Malay stock from the southeastern Asian mainland, as
well as from what is now Indonesia. Our control subjects were
comprised mainly of women under investigation for a breast
complaint (63%). Women attending the breast clinic of the
PGH in Manilawere recruited before the determination of their
case or control status. In this way, the cases and controls are
well matched on demographic and other variables (18).

The AR may act in breast tumorigenesis by moderating
androgen signaling acting at the level of the mammary epithe-
lial cell. Because AR is located on the X chromosome (Xpll—
12), breast epithelia cellsin women express only one of the two
AR alleles that a woman has inherited; the other is inactivated.
Thus, each cell is under the influence of only a single “active”
AR allele. Because breast cancers are clonal, each cancer should
have a single alele consistently activated. Shan et al. (19)
demonstrated the loss of the active AR dlele in female breast
cancers.

Our results suggest that breast cancer risk might be likely
related to androgenic activity, and that shorter trinucleotide
repeat length genotypes of AR (which have been associated
with increased androgenic activity; Refs. 7, 8) are protective.
This is consistent with experiments on breast cancer cell lines,
which find that androgens decrease breast epithelial cell pro-
liferation (20, 21). However, most epidemiologic studies find
elevated circulating androgen levelsto be arisk factor for breast
cancer risk in postmenopausal women. The reason for this
inconsistency is not known.

The AR polymorphism has a so been related to the risk of
prostate cancer. However, the proposed associations of risk for
prostate cancer and breast cancer arein opposite directions, i.e.,
longer CAG repeats are protective in prostate cancer (22—24).
The contrasting associations for cancers of the prostate and
breast might be the result of stimulation and inhibition of
prostate and breast cell proliferation, respectively, with in-
creased androgenic activity (20, 21, 25).
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Table3 Association of AR exon 1 CAG,, polymorphism with breast cancer

Mean of aleles cut-off

Long allele cut-off

No. =25 No. >25 Crude ORs (95% Cl) Adjusted® ORs (95% CI) No. =25 No. >25 Crude ORs (95% Cl) Adjusted® ORs (95% ClI)

All women
Cases 242 57 0.47 (0.28-0.8) 0.47 (0.24-0.94) 183 116 0.56 (0.39-0.81) 0.43 (0.26-0.71)
Controls 206 23 169 60
Age group
<50
Cases 197 42 0.56 (0.32-0.98) 0.58 (0.27-1.23) 146 93 0.59 (0.40-0.89) 0.45 (0.26-0.76)
Controls 176 21 143 54
50+
Cases 45 15 0.2 (0.04-0.94) 0.2 (0.03-1.15) 37 23 0.37(0.13-1.04) 0.35(0.08-1.39)
Controls 30 2 26 6
Menopause
Premenopausal
Cases 181 40 0.44 (0.23-0.82) 0.39(0.17-0.91) 135 86 0.6 (0.39-0.92) 0.38 (0.21-0.68)
Controls 156 15 124 47
Postmenopausal
Cases 56 16 0.36 (0.11-1.16) 0.39 (0.08-1.75) 45 27 0.44 (0.18-1.06) 0.43 (0.12-1.56)
Controls 39 4 34 9
Family history®
Yes
Cases 32 4 — — 25 11 0.67 (0.2-2.27) 0.67 (0.14-3.08)
Controls 22 0 17 5
No
Cases 192 49 0.38(0.2-0.7) 0.42 (0.2-0.89) 146 95 0.52 (0.34-0.8) 0.38(0.22-0.66)
Controls 156 15 128 43

2 Adjusted for age at menarche, age at first birth, age at last birth, oral contraceptive use, and smoking.
b Family history of breast or ovarian cancer, includes only subjects for whom this information was available.

Table4 Results of multivariate analyses of AR exon 1 CAG,, polymorphism
and breast cancer

ORSs? (95% ClI) Adjusted® ORs (95% ClI)
Tota (n)
AR long alele
=23 0.61 (0.42-0.9) 0.47 (0.28-0.77)
=24 0.62 (0.42-0.9) 0.47 (0.29-0.76)
=25 0.50 (0.33-0.76) 0.39 (0.23-0.67)
AR mean of aleles
=23 0.64 (0.44-0.93) 0.57 (0.35-0.91)
=24 0.54 (0.35-0.83) 0.48 (0.28-0.84)
=25 0.32 (0.17-0.61) 0.34(0.16-0.74)

2 Adjusted for age group, family history, acne, and menopausal status.

b Adjusted for age group, family history, acne, menopausal status, age at men-
arche, parity, age at first birth, age at last birth, oral contraceptive use, and
smoking.

The AR CAG,, polymorphism has also been shown to
modify the risk of breast cancer in BRCAL carriers. Rebbeck et
al. (26) reported arelative risk of 1.81 (95% ClI, 1.06-3.08) for
breast cancer in BRCAL carriers who carried at least one CAG
repeat allele of 28 or greater. Kadouri et al. (27) were not able
to replicate this association.

It has been suggested that androgens may act independ-
ently, or may be mediated by estrogen metabolites (aromatiza-
tion products) or by secondary effects of androgens on estrogen
bioavailability and metabolism (sex hormone binding globulin
effects). Testosterone may have an indirect effect on breast
cancer risk because of its association with estrogen levels.
Testosterone levels affect estrogen bioavailability, which may
be of importance, because an increase in serum testosterone
levels could lead to a decrease in the percentage of estradiol
bound to sex hormone binding globulin.

In conclusion, trinucleotide repeat length genotypes of AR
were associated positively with breast cancer risk in the Phil-
ippines. Our data support the previous observations by Giguere
et al. (9), of a particularly strong effect among women =50
years. Additional work is necessary to elucidate the specific
mechanisms by which androgens and the AR, which influence
breast epithelia cell proliferation and carcinogenesis.

References

1. Zhu, X., Daffada, A. A., Chan, C. M., and Dowsett, M. Identification of an
exon 3 deletion splice variant androgen receptor mRNA in human breast cancer.
Int. J. Cancer, 72: 574-580, 1997.

2. Birrell, S. N., Hall, R. E., and Tilley, W. D. Role of the androgen receptor in
human breast cancer. J. Mammary Gland Biol. Neoplas., 3: 95-103, 1998.

3. Adams, J. B. Adrenal androgens and human breast cancer: a new appraisal.
Breast Cancer Res. Treat., 51: 183-188, 1998.

4. Berngtein, L., and Ross, R. K. Endogenous hormones and breast cancer risk.
Epidemiol. Rev., 15: 48—65, 1993.

5. Maggiolini, M., Donze, O., Jeannin, E., Ando, S., and Picard, D. Adrenal
androgens stimulate the proliferation of breast cancer cells as direct activators of
estrogen receptor «. Cancer Res., 59: 4864—-4869, 1999.

6. Dorgan, J. F., Longcope, C., Stephenson, H. E., Jr., Fak, R. T., Miller, R.,
Franz, C., Kahle, L., Campbell, W. S, Tangrea, J. A., and Schatzkin, A. Serum
sex hormone levels are related to breast cancer risk in postmenopausal women.
Environ. Health Perspect., 105: 583-585, 1997.

7. Kazemi-Esfarjani, P., Trifiro, M. A., and Pinsky, L. Evidence for arepressive
function of the long polyglutamine tract in the human androgen receptor: possible
pathogenetic relevance for the (CAG)n-expanded neuronopathies. Hum. Mol.
Genet., 4: 523-527, 1995.

8. Tut, T. G., Ghadessy, F. J,, Trifiro, M. A., Pinsky, L., and Yong, E. L. Long
polyglutamine tracts in the androgen receptor are associated with reduced trans-
activation, impaired sperm production, and male infertility. J. Clin. Endocrinol.
Metab., 82: 3777-3782, 1997.

9. Giguere, Y., Dewallly, E., Brisson, J., Ayotte, P., Laflamme, N., Demers, A.,
Forest, V. 1., Dodin, S., Robert, J., and Rousseau, F. Short polyglutamine tracts
in the androgen receptor are protective against breast cancer in the general
population. Cancer Res., 61: 5869-5874, 2001.

851



852

Breast Cancer Susceptibility in the Philippines

10. Suter, N. M., Malone, K. E., Daling, J. R., Doody, D. R., and Ostrander, E. A.
Androgen receptor (CAG)(n) and (GGC)(n) polymorphisms and breast cancer
risk in a popul ation-based case-control study of young women. Cancer Epidemiol.
Biomark. Prev., 12: 127-135, 2003.

11. Spurdle, A. B., Dite, G. S,, Chen, X., Mayne, C. J.,, Southey, M. C., Batten,
L. E, Chy, H., Trute, L., McCredie, M. R, Giles, G. G., Armes, J., Venter, D. J.,
Hopper, J. L., and Chenevix-Trench, G. Androgen receptor exon 1 CAG repeat
length and breast cancer in women before age forty years. J. Natl. Cancer Inst.,
91: 961-966, 1999.

12. Dunning, A. M., McBride, S., Gregory, J., Durocher, F., Foster, N. A.,
Healey, C. S,, Smith, N., Pharoah, P. D., Luben, R. N., Easton, D. F., and Ponder,
B. A. No association between androgen or vitamin D receptor gene polymor-
phisms and risk of breast cancer. Carcinogenesis (Lond.), 20: 2131-2135, 1999.

13. Haiman, C. A., Brown, M., Hankinson, S. E., Spiegelman, D., Colditz, G. A.,
Willett, W. C., Kantoff, P. W., and Hunter, D. J. The androgen receptor CAG
repeat polymorphism and risk of breast cancer in the Nurses Health Study.
Cancer Res,, 62: 1045-1049, 2002.

14. De Leon Matsuda, M. L., Liede, A., Kwan, E., Mapua, C. A., Cutiongco,
E. M. C, Tan, A, Borg, A., and Narod, S. A. BRCA1 and BRCA2 mutations
among breast cancer patients from the Philippines. Int. J. Cancer, 98: 596—603,
2002.

15. Nam, R. K., Elhaji, Y., Krahn, M. D., Hakimi, J., Ho, M., Chu, W., Sweet,
J., Trachtenberg, J., Jewett, M. A., and Narod, S. A. Significance of the CAG
repeat polymorphism of the androgen receptor gene in prostate cancer progres-
sion. J. Urol., 164: 567-572, 2000.

16. Parkin, D. M., Whelan, S. L., Ferlay, J., Raymond, L., and Young, J. (eds.).
Cancer Incidencein Five Continents. Lyon: IARC Scientific Publ. No. 143, 1997.

17. Elhaji, Y. A., Gottlieb, B., Lumbroso, R., Beitel, L. K., Foulkes, W. D.,
Pinsky, L., and Trifiro, M. A. The polymorphic CAG repeat of the androgen
receptor gene: a potential role in breast cancer in women over 40. Breast Cancer
Res. Treat., 70: 109-116, 2001.

18. Ngelangel, C. A. Hospita visitor-companions as a source of controls for
case-control studies in the Philippines. Int. J. Epidemiol., 18: S50-S53, 1989.

19. Shan, L., Yang, Q., Nakamura, M., Nakamura, Y., Mori, |., Sakurai, T., and
Kakudo, K. Active allele loss of the androgen receptor gene contributes to loss of
androgen receptor expression in female breast cancers. Biochem. Biophys. Res.
Commun., 275: 488-492, 2000.

20. Gatto, V., Di Monaco, M., Brignardello, E., Leonardi, L., Gallo, M., and
Boccuzzi, G. Indirect growth inhibition of the MDA-MB-231 hormone-indepen-
dent breast cancer cell line by dihydrotestosterone. Ann. N. Y. Acad. Sci., 784:
439-442, 1996.

21. Szelei, J.,, Jimenez, J., Soto, A. M., Luizzi, M. F., and Sonnenschein, C.
Androgen-induced inhibition of proliferation in human breast cancer MCF7 cells
transfected with androgen receptor. Endocrinology, 138: 1406-1412, 1997.

22. Ingles, S. A.,Ross, R. K., Yu, M. C,, Irvineg, R. A., LaPera, G., Haile, R. W.,
and Coetzee, G. A. Association of prostate cancer risk with genetic polymor-
phisms in vitamin D receptor and androgen receptor. J. Natl. Cancer Inst., 89:
166-170, 1997.

23. Stanford, J. L., Just, J. J., Gibbs, M., Wicklund, K. G., Neal, C. L., Blumen-
stein, B. A., and Ostrander, E. A. Polymorphic repeats in the androgen receptor
gene: molecular markers of prostate cancer risk. Cancer Res., 57: 1194-1198,
1997.

24. Giovannucci, E., Stampfer, M. J, Kirithivas, K., Brown, M., Dahl, D.,
Brufsky, A., Talcott, J., Hennekens, C. H., and Kantoff, P. W. The CAG repeat
within the androgen receptor gene and its relationship to prostate cancer. Proc.
Natl. Acad. Sci. USA, 94: 3320-3323, 1997.

25. Di Monaco, M., Leonardi, L., Gatto, V., Gallo, M., Brignardello, E., and
Boccuzzi, G. Dihydrotestosterone affects the growth of hormone-unresponsive
breast cancer cells: an indirect action. Anticancer Res., 15: 2581-2584, 1995.
26. Rebbeck, T. R., Kantoff, P. W., Krithivas, K., Neuhausen, S., Blackwood,
M. A., Godwin, A. K., Daly, M. B., Narod, S. A., Garber, J. E., Lynch, H. T.,
Weber, B. L., and Brown, M. Modification of BRCA1-associated breast cancer
risk by the polymorphic androgen-receptor CAG repeat. Am. J. Hum. Genet., 64:
1371-1377, 1999.

27. Kadouri, L., Easton, D. F., Edwards, S., Hubert, A., Kote-Jarai, Z., Glaser, B.,
Durocher, F., Abeliovich, D., Peretz, T., and Eeles, R. A. CAG and GGC repesat
polymorphisms in the androgen receptor gene and breast cancer susceptibility in
BRCA1/2 carriers and non-carriers. Br. J. Cancer, 85: 36—40, 2001.



